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Research and Development Subjects and Mem-
bers of Division of Bio-Crystallography Tech-
nology

1. Technical Support for Users of RIKEN Beamlines
Dedicated for Structural Biology

2. X-Ray Crystal Structure Analysis of Biological Macro-
molecules

3. Development of New Techniques for Structural Biol-
ogy Research

Head
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Members
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Dr. Shin-ichi ADACHI (Biophysical Chemistry Lab.)
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Dr. Shukuko IKAWA (Cellular & Molecular Biology
Lab.)
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Dr. Hiroshi NAKAYAMA (Biomolecular Characteriza-
tion Div.)
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Lab.)
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Visiting Members

Dr. Osamu MATSUMOTO (Grad. Sch. Med., Kyoto
Univ.)

Dr. Yao MIN (Grad. Sch. Sci., Hokkaido Univ.)

Dr. Atsushi NAKAGAWA (Inst. Prot. Res., Osaka
Univ.)

Dr. Masayosi NAKASAKO (Inst. Mol. Cel. Biosci.,
Univ. Tokyo)

Dr. Kazuhiro OGATA (Sch. Med., Yokohama City
Univ.)

Dr. Akira SANJO (Protein Wave Co.)

Dr. Tahir TAHIROV (Sch. Med., Yokohama City Univ.)
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Dr. Isao TANAKA (Grad. Sch. Sci., Hokkaido Univ.)
Dr. Nobuhisa WATANABE (Grad. Sch. Sci., Hokkaido
Univ.)

Trainees
Mr. Toshiki HIRAKI (Fac. Sci., Himeji Inst. Technol.)
Mr. Koji KUMAGALI (Grad. Sch. Med., Kyoto Univ.)
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