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During the 2004-2005 fiscal year our team continued structural studies of proteins from
the Thermus thermophilus HB8 and Pyrococcus horikoshii OT3. In order to understand the
functional mechanisms of these proteins, the structures of ligand and/or cofactor bound forms

were also determined. Now we are particularly interested in proteins involved in transcription

and post transcriptional regulation of gene expression.

Research Subjects

1. Current state and future plans for high-throughput
protein crystallography
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