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The Mammalian Protein Crystallography Team evaluates the quality of the isolated protein
and, after the 3D structure elucidation, confirms the presumed molecular function, since protein
exerts its intrinsic function only after proper processing and three dimensional folding. In order
to elucidate the function of protein based on its three-dimensional structure and to establish
their correlation, our team is engaged in the following subjects. (1) Construction and support
of the HTPF database that systematically process the large quantities of data for all the process
of X-ray crystal analyses. (2) Development of new software and methodology in order to enable
high throughput structure determination. (3) Studies on the physico-chemical properties of
proteins and the correlation between structure and function. (4) Functional analyses of unknown
protein structures using structural information.
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Research Subjects

1. Protein production from themophilic bacteria

2. Studies on the correlation between the physico-
chemical properties of a protein and its X-ray struc-
ture

3. Methodology and software development for HTP-X-
ray structural analyses
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